This article is the first to provide characterization data regarding naive C57BL/6 transgenic mice with overexpression of B lymphocyte-induced maturation protein 1 (Blimp-1) under a T cell-specific pLCK promoter. The data presented are related to phenotype, Blimp-1 overexpression levels, T cell development and T cell proliferation for Blimp-1 transgenic mice. For further Blimp-1 overexpressed T cell findings regarding skin allotransplantation, please refer to the research article "Blimp-1 prolongs allograft survival without regimen via influencing T cell development in favor of regulatory T cells while suppressing Th1" (Wang et al., 2018) [1].
Specifications

Value of the data
The first characterization data for T cell-specific Blimp-1 transgenic C57BL/6 mice. Lymphocyte proliferation data can be used for a further understanding on the Blimp-1 overexpressed T cell-mediated immunology.
Lymphocyte population data is valuable for researchers interested in Blimp-1-modulated T cell development.
Data
This article provides detailed characterization data of Blimp-1 transgenic mice for macroscopic phenotype and organ comparison of one-year-old Tg(−) and Tg(þ ) mice ( Fig. 1A and B ). The schematic diagram depicting the transgene construct with a pLck-proximal driven promoter, PCR genotyping and mRNA overexpression of Blimp-1 are indicated in Fig. 2A , B and C, respectively. Table 1 shows the primer sequence information used in the PCR experiments of Fig. 2 . The Blimp-1 protein overexpression levels of T cells under unstimulated and stimulated conditions are shown in Fig. 3A and B. T cell development in thymus, spleen and lymph node was examined between naïve Tg(þ ) and Tg(−) mice (Fig. 4A , B and C). Pathological evaluation of various organs from naïve one-year-old mice in both groups is presented in Fig. 5 and Table 2 . CD3-dependent lymphocytic and sorted CD4 þ T cell proliferation in both naïve mice are presented in Fig. 6A and B. Fig. 6C evaluates CD4 þ T cell alloreactivity using mix lymphocyte reaction in both naive mice. Fig. 7A and B show blood lymphocyte and CD4 þ T cell subsets in both skin transplanted mice. Fig. 8 shows lymphocyte and CD4 þ T cell subsets from spleen ( Fig. 8A and B) and LNs ( Fig. 8C and D) in both skin transplanted mice. For further Blimp-1 overexpressed T cell findings regarding skin allotransplantation, please refer to the research article "Blimp-1 prolongs allograft survival without regimen via influencing T cell development in favor of regulatory T cells while suppressing Th1" [1] . 
Experimental design, materials and methods
Flow cytometry analysis
Lymphocytes were harvested from Tg(þ) and Tg(−) mice and stained with antibodies for cell surface markers. Antibodies such as CD4, CD8, CD3, CD19, CD11c, NK1.1, CD25, IFN-γ, IL-17, IL-4, IL-10, FoxP3, Blimp-1 for flow cytometry were purchased from eBioscience (San Diego, CA) and BD Biosciences. For intracellular cytokine staining, cells were stimulated with phorbol 12-myristate 13acetate (20 ng/ml), ionomycin (1 μg/ml), and monesine (4 μM) for 4 h and intracellular cytokine staining was performed [2] .
Real-time polymerase chain reaction (qPCR)
The expression of mRNA for Blimp-1 in the lymphoid organs was analyzed with TaqMan gene expression assays (Thermo Fisher Scientific, Waltham, MA). The expression was normalized to that of Rn18s [3] . 
Lymphocyte proliferation
Lymphocytes were harvested from naive transgenic mice and stained with Violet Proliferation Dye 450 (VPD450) (BD Biosciences, San Jose, CA). VPD450 labeled lymphocytes (2 × 10 5 cells per well) were stimulated with different concentrations of bound anti-CD3 antibodies for three days. T cell proliferation was then assessed by flow cytometry.
Mixed lymphocyte reaction
Sorted CD4 þ T cells from naive Tg( þ) and Tg(−) mice were stained with VPD450 proliferation dye and responders (2 × 10 5 cells) were co-cultured with stimulator irradiated donor lymphocytes which were irradiated with 2500 rads in a 96-well round bottom plate for three days. T cell proliferation was assessed by flow cytometry. 
Table 2
One year H&E pathological evaluation in organs of naïve Tg(−) and Tg(þ ) mice.
"-" represents negative pathological findings on microscopic examination of various organs. (A) Blood lymphocyte subsets. Blood was taken from each group at POD 10 for lymphocyte subset analysis. The data was collected from 10 mice in each group. (B) Blood CD4 þ T cell subsets. Blood was taken from each group at POD 10 for CD4 þ T cell subset analysis. Intracellular staining technique, using the following stains, was performed: Th1 cells using CD4 þ IFN-γ þ , Th17 cells using CD4 þ IL-17 þ , Th2 using CD4 þ IL-4 þ , IL-10-producing T cells using CD4 þ IL-10 þ and lastly Treg using CD4 þ CD25 þ FoxP3 þ markers. The data was collected from 6 mice in each group. Percentage of inflammatory and antiinflammatory cell subsets in spleen and lymph nodes of Tg( þ ) and Tg(−) mice respectively. Spleen and lymph nodes were harvested from each group at POD 10 for CD4 þ T cell subset analysis. The cells were stained for CD4 þ IFN-γ þ Th1 cells, CD4 þ IL-17 þ Th17 cells, CD4 þ CD25 þ FoxP3 þ Tregs and IL-10-producing T cells using CD4 þ IL-10 þ . The data was collected from 3-6 mice in each group.
